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EC-11775.ENA 25: ACACCGCnCAACATTGAGGAAGAGCTGA^^ 

CF-8090.ENA • 

EA-13048.ENA G A G 

ECL13047.ENA T C C 

KO-13182.ENA 

KP-13883.DNA T. . . .A. . .T . . 

PS-29914.ENA T. .C. .A A. .C. .A. .T. .G. . .T C. .T 

SM-13880.DNA A C. .A. .C. . .T. . . -A. A, . .G C C. .T 

www ^ ^ ^ ^ ^ * ** * ** *** **** *********** ** 

EC- 11775. ENA 85: ATTGTTGGCCGTGCGCTGCCAC^TGTC 

CF-8090-ENA c T 

EA- 13048. ENA G • 

ECL13047.ENA G. .C C 

KO-13182.ENA 6 

KP-13883.ENA G Zi m " mm 

PS-29914.ENA CCC T T. . A .A CA.A. . . 

SM-13880.DNA C. .A C T. .T A. T C .T 

£UJ WWW ^ ^ ## ** ***** ******** ** ***** * ** 



***** ** ** 














































CF- 80 90. ENA 
EA-13048.ENA 
EOJL3047.ENA 
KD-13182.ENA 
KP- 13 883. ENA 
PS-29914.DNA 

SM-13880.ENA . .G G G. . . .T.G. .T. .C T. . .C.A. .C. .G to. 

ton iooou.™ ..w. ^ ^ ^ ^ ^ ** ***** *** * ** ** ***** ****** 

EC- 11775. ENA 205: GTCGTTGGTGACGTAATCGGTAAATAC 

CF-8090.DNA - C. .T TA.C. X C. - . . .C 

EA-13048.DNA C C ' ' ' ' * ' £ 

BCL13047.DNA . • • • • ■ • • - J- -g g 

KO-13182.ENA G C S" 'a C* *C a C C 

KP-13883 .ENA C. .G. .C. .C. . . . .C. ... .A. .C. ... .u 

PS-29914.DNA A. A. .CO T ■ - - A. . . TAGC. .T . . .G. .A 

car-11880 IMA C .G G T..C..G..C AGC C T 

SM UwbU.UNA „ „ ** ** ** ** ** ** ** ** 

EC-11775.DNA 265: ATCGTCCGTATGGCGCAGCCAITCTCGCTC 
CF- 8 090. ENA 
EA-13048.ENA 
ECL13047.ENA 
KD-13182.DNA 
KP-13883.ENA 
PS-29914.ENA 
SM- 13880. ENA 



.CT T. 

. , _ . . . ^ ct T C. .T. .C 

''"ic!!!"' t t 

T A C T..C 

!g!!1!!.!!!!/.-.g g c 

! ! ] 1 It*. 1 *.c1t. *.T*. . . .T. .T. .TA T T G. . . 

. • . . . q T ^ C Q 

***** ***** ** ***** ** ** **** ** ******** ** ** ***** *** 
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CF- 8090. ENA 
EAr 13048. ENA 
ECL13047.ENA 
KQ-13182.ENA 
KP-13883.ENA 

PS-29914.ENA . .T AG.T A. .T. .C. .A. .T. . . . . . . . . - . .A. .... 

evt noon FBMA G C. . G t.tiw.«.tUi..i«^ 

SM-13880.DNA ** ** * 










































































BC-11775.ENA 385: AAAATTGCCCATGAACTGATG^^ 

CF-8090.ENA C G . . .C. .G A T C. . . . 

EA-13048.DNA . .0. .C. .T G C. I .C. .C. . . 

ECL13047.ENA G £..C..G I ~ 

KD-13182.ENA . .G. .C C. .C. G u. .... . 

ESJSSS :::::?::!:::::^:ix:|:::::|:::::::::::p:::::::^: 

CM-11S80 IMA G. . .T..C T....G G A. .C C GCC 

sm uettu.iAMA ;; ;; ;; ;; ** ** * ** ** ** ******** ** ** ** ***** *** 

EC- 11775. ENA 445: TATGACGGTACGGAAAAAATT^ 

CF-8090.ENA . .C C. .C. . .C T G. . 

EA-13048.ENA C .G C. .T G. .A. . . . .C. . 

HX13047.ENA . .C. .T. .C • - •* • • • • ' ' " • * 

KO-13182.ENA C G C. .T T G C. .G 

KP-13883.ENA GCGT G • 

mSSS * A. .GC. . . .C. .T. .A. .» T. .G. .C. AT. . . .T 

SM-13880.ENA t. .c. .c. ♦gc.g. .c — c. ....... .g. .. . : G :: C :: G :::;:' • 



** ** ** ** ** ** ** 



* ** ***** ** ** ** ** ***** * ** 



EC- 11775. ENA 505: AACGGTTCTTCCGCTATCGCCGT^ 

CF-8090.DNA G G G T 

EA-13048.ENA • « * ";*r"r 

BCL13047.DNA G G ?' W *! c 

™* G ......... G G..T..T..T C 



KD-13182.ENA 
KP-13883.ENA 
PS-29914.ENA 
SM-13880.ENA 



KP-13883 .ENA CG.C G. . . . . ^- - - • • * -j^' 



PS-29914.DNA . .T. .G. .A. ... .X. . — - - . - - • • • — 

m_iioen run C G..G..C. G. .C 1 1 . . a 

ii'i* * ** ** ** ** ** ** ***** ** ** ** ** ** ** *** * 



BC-11775.DNA 565: GAWjTCMCAACGGTTGTCTGgCGTATATGGATG 

CF-8090.ENA G C A "1A"™" C ;'A 

EA-13048.ENA T C..C A. .OG.T. . .A.C 

ECL13047.DNA G C. .C C C 

KO-13182.DNA G C C. .CG.T. .AA.C 

KP-13883 .DNA G. .T C. G.T. .C 

PS-29914.DNA G. . . .G C. .T. .T A. .T. .T. . . . 

SM-13880.ENA G C. .C C C A 
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MIC (uo/ml)* 



Strain 


CIP 


OFLX 


SPAR 


81 


C. £rcvmd±± 








Gly(GGT) 


ATCC 8090 


£0.12 


£0.25 


£0.008 


Cf 7377 


2 


8 


>2 




Cf 0759 


2 


8 


>2 




Cf 9085 


4 


8 


2 


- 


Cf 9417 


8 


8 


>2 




Cf 1958 


216 


216 


>2 




Cf 5757 


216 


216 


>2 




Cf 9023 


216 


216 


>2 




E.aero^enefl 








Gly (GGT) 


ATCC 13048 


0.5 


1 


0.25 


Ea 1747 


£0.12 


<0.25 


0.06 




Ea 2786 


2 


4 


2 




Ea 9032 


4 


4 


2 




Ea 5593 


8 


8 


>2 




Ea 9433 


8 


216 


>2 




Ea 3521 


8 


216 


>2 




Ea 5590 


8 


216 


>2 




Ea 2775 


216 


32 


>2 




£. cloacae 










ATCC 13047 


£0.12 


£0.25 


0.03 


Gly(GGT) 


Eel 1700 


£0.12 


<0.25 


0.06 




Eel 1524 


0.25 


0.5 


U • ±*t 




Eel 1963 


2 


A 

4 


o 
Z 




Eel 1286 


2 


A 

4 


J. 




Eel 3529 


A 

4 


Q 
O 






Eel 1544 


8 


o 
o 






Eel 1627 


8 


21b 






ECl 9Q*o 


2 Id 


o 
o 


>2 




Eel 1224 


216 


8 


>2 




Eel 1251 


216 


216 


>2 




Eel 63 


216 


216 


>2 




Eel 105 


216 


216 


>2 




Eel 1783 


216 


216 


>2 




Eel 9030 


216 


216 


>2 




Eel 9031 


216 


>32 


>2 




E. aoli 








Gly (GGT) 


ATCC 11775 


£0.12 


£0.25 


0.03 


Ec 748 


£0.12 


£0.25 


0.03 




Ec 3535 


1 


2 


2 




Ec 5524 


2 


8 


2 




Ec 9419 


216 


32 


>2 




Ec 9421 


216 


32 


>2 




Ec 9425 


216 


>32 


>2 





Amino acid change 2 
GyrA 

83 



87 (codon) 



Thr (ACC) 
Ile(ATC) 
Ile(ATC) 
Ile(ATC) 
Ile(ATC) 
Ile(ATC) 
He (ATC) 
He (ATC) 



Ser(TCC) 



Phe (TTC) 
Tyr (TAC) 
Thr (ACC) 
Tyr (TAC) 
Tyr (TAC) 
lie (ATC) 
Phe (TTC) 
He (ATC) 
Phe (TTC) 
Phe (TTC) 
Tyr (TAC) 
Tyr (TAC) 
lie (ATC) 



Leu(TTG) 
Leu(TTG) 
Leu(TTG) 
Leu (TTG) 
Leu(TTG) 



Asp(GAC) 



Gly(GGC) 
Gly(GGC) 



Thr (ACC) Asp(GAC) 

He (ATC) 
He (ATC) 
He (ATC) 
lie (ATC) 
He (ATC) 
He (ATC) 
He (ATC) 



Asp(GAC) 
Asn(AAC) 



Asn(AAC) 



Ser(TCG) Asp(GAC) 



Gly(GGA) 
Tyr (TAC) 
Asn(AAC) 
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Strain 



MIC (uq/ml) 
CIP OFLX SPAR 



Amino acid change 
GyrA 

81 83 87 (codon) 



ATCC 13883 
Kp 570 
Kp 1961 
Kp 2778 
Kp 2790 
Kp 1361 
Kp 1362 
Kp 1177 
Kp 682 
Kp 1768 
Kp 1775 
Kp 1565 

K.oxytoca. 
ATCC 13182 
Ko 702 
Ko 2538 
Ko 2110 
Ko 1199 
Ko 57 
Ko 1577 
Ko 1817 
Ko 466 
Ko 32 
Ko 1578 
Ko 1612 
Ko 2777 

P. stuaxtii 
ATCC 29914 
Ps 1571 
Ps 1284 
Ps 2469 
Ps 2783 
Ps 9428 
Ps 7375 
Ps 2468 
Ps 1773 



0.5 
$0.12 
£0.12 
$0.12 
$0.12 

1 

1 

4 

216 
216 
216 
216 



$0.12 
$0.12 
$0.12 
$0.12 
$0.12 

0.5 

4 

8 

216 
216 

216 
216 
216 



$0.12 



$0.25 
$0.25 
$0.25 
$0.25 
$0.25 

2 

2 

216 
216 
32 
>32 
>32 



$0.25 
$0.25 
$0.25 
$0.25 
$0.25 

0.05 

4 

216 
8 

216 
216 
216 
>32 



0.06 

0.06 

0.03 

0.03 

0.03 

0.5 

1 

>2 

>2 

>2 

>2 

>2 



0.12 
0.03 
0.06 
0.06 
0.06 
0.25 
2 

>2 

>2 

>2 

>2 

>2 

>2 



$0.25 $0.12 



Gly(GGC) Ser(TCC) Asp(GAC) 



Phe (TTC) 
Phe(TTC) 
Phe (TTC) 
Phe (TTC) 
Tyr(TAC) 
Phe (TTC) 
Tyr(TAC) 



0.25 


1 


0.5 




2 


4 


2 




8 


216 


>2 




216 


216 


2 




216 


216 


>2 




216 


32 


>2 




216 


32 


>2 




216 


>32 


>2 





Gly(GGC) 
Asn(AAC) 



Asp(GAC) 



Gly(GGT) Thr (ACT) 



lie (ATT) 
lie (ATT) 
lie (ATT) 
lie (ATT) 
He (ATT) 
He (ATT) 
He (ATT) 
He (ATT) 



Gly(GGT) Ser(AGC) Glu(GAG) 

Arg(CGC) 
Ile(ATC) 
Arg(AGG) 
Ile(ATC) 
Ile(ATC) 
Ile(ATC) 
Arg(AGG) 



S. marcejceiu 

ATCC 13880 

Sm 1714 

Sm 9745 

Sm 1221 

Sm 1969 

Sm 1570 

Sm 5591 

Sm 1568 



0.5 


1 . 


1 


Gly(GGT) 


Ser(AGC) 


Asp(GAC) 


0.25 


1 


1 








2 


4 


2 




He (ATC) 




4 


8 


>2 


Cys (TGT) 






4 


216 


>2 






Asn(AAC) 


8 


8 


>2 


Cys (TGT) 






8 


216 


>2 




Arg (AGA) 




216 


216 


>2 




Arg(CGC) 





1 CIP, ciprofloxacin; OFLX, ofloxacin; SPAR, sparfloxacin 
* identical to the ATCC type strain 
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